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In our recent study [1] , we recovered the Late Jurassic dinosaur Chilesaurus diegosuarezi within the clade Ornithischia. This result contrasted with those presented in the original study on Chilesaurus by Novas et al. [2] , in which this enigmatic taxon was recovered as a tetanuran theropod. Following the publication of our study [1] , the original dataset that we supplied was reanalysed by Mü ller et al. [3] . To our surprise, Mü ller et al. [3] found that these data, when analysed using a range of different search methods in TNT 1.5 [4] , placed Chilesaurus within Sauropodomorpha and not within Ornithischia. However, after carefully reassessing the dataset that we had originally supplied in the data supplement, we realized that we had in fact provided the wrong dataset (i.e. not the dataset that we had used to produce the results in our own study [1] ). This incorrect dataset (an older working version of the final, correct dataset) contained a number of errors in the character coding for certain taxa and we now realize that this is the cause of the discrepancies between these studies [1, 3] . Upon realizing our error, we contacted the editors of Biology Letters in order to have the obsolete dataset removed and replaced in the data supplement file and to have other researchers made aware of the errors in the data. The original, incorrect dataset has now been removed and replaced with that which we used to generate our results [1] .
Prior to the publication of Mü ller et al. [3] , we made these authors aware of the error in the originally published dataset and supplied them with the correct data (i.e. without the coding changes that had been introduced erroneously). With this newly supplied, correct version of our dataset, Mü ller et al. were able to replicate our results [3] (also R. Mü ller 2016, personal communication), recovering Chilesaurus within Ornithischia once more. We therefore refute the claim of Mü ller et al. [3, p. 2] that their results 'demonstrate how search parameters, character scoring, and taxon sampling could affect the phylogenetic position of C. diegosuarezi' as it is clear that their recovery of Chilesaurus within Sauropodomorpha has nothing to do with search parameters used, nor the taxon sampling, but is simply a result of the fact that the authors were working with the incorrect dataset.
Using the correct dataset, we (figure 1), Mü ller et al. [3] and Baron [5] , have all been able to reproduce the original result [1] . This lends further evidence to the hypothesis that Chilesaurus may represent an early diverging ornithischian dinosaur and not a theropod. In addition to these studies, Mü ller & Dias-daSilva [6] have recently recovered Chilesaurus within Ornithischia using another version of the Baron et al. [7] dataset that incorporated modifications by Langer et al. [8] . In this study, Mü ller & Dias-da-Silva [6] also find new support for the Ornithoscelida hypothesis of early dinosaur interrelationships [7, 9] and demonstrate how the inclusion of Chilesaurus in the Langer et al. [8] dataset breaks down the result recovered by these authors. It is worth noting that this same result was also produced in the analyses by Baron [5] , when using both the data as modified by Langer et al. [8] and those by Baron et al. [9] .
In sum, we do not feel that the recovery of Chilesaurus within Sauropodomorpha [3] has any merit currently, as this result was generated using incorrect data that is not representative of the anatomy observed in the taxa coded. We urge caution when considering this result and suggest that the newly resupplied data, or the data presented either by Baron [5] , by Mü ller & Dias-da-Silva [6] , or by Langer et al. [8] should be chosen by future workers who wish to investigate the position of Chilesaurus within Dinosauria further. Figure 1 . Strict consensus tree produced using the correct dataset from Baron & Barrett [1] , which places Chilesaurus within Ornithischia. Sa., Saurischia; A, Ornithoscelida; B, Dinosauria.
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